Numerical realization of helicoidal DNA model
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LAGRANGE EQUATIONS
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LAGRANGIAN of DNA MODEL** - P
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DYNAMICS OF SINGLE DISTURBANCE (N=128) | RANDOM DISTRIBUTIONS GENERATORS TESTING
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VELOCITY DISTURBANCE IN CENTER BY FIVE PAIRS IN BOTH DIRECTIONS ( ¥, ,.c0s” ((n=N/2)x/10) ) ! BOX-MULLER TRANSFORMATION®
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UNIFORM RANDOM VELOCITY DISTURBANCE IN ALL PAIRS (m X5 6, €(0, 1)
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MOLECULAR DYNAMICS (MICROCANONICAL ENSEMBLE) | CONCLUSIONS
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